SEQUENCE LISTING 



<110> Li, Henry 

Chatterton, Jon E. 
Fan, Wufang 
Ke , Ning 

Wong-Staal, Flossie 
Immusol Incorporated 
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<13 0> 016556- 003610US 

<140> US 10/776,399 
<141> 2004-02-10 

<150> US 60/446,714 
<151> 2003-02-11 

<160> 314 

<170> Patentln version 3.2 

<210> 1 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 1 

tataatgcac tgacctgtga ggggtgtaaa ggtttcttca ggaga 



<210> 2 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Tyr Asn Ala Leu Thr Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



<210> 3 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 3 

tacggcgtgc gcacctgtga gggctgcaaa ggcttcttta agcgc 



<210> 4 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 4 



Tyr Gly Val Arg Thr Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
1 5 10 15 



<210> 5 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 5 

tacggcgtgc gcacctgtga gggctgcaaa ggcttcttta agcgc 



<210> 6 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Tyr Gly Val Arg Thr Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
15 10 15 



<210> 7 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 7 

tacggcgtgc gaacctgcga gggctgcaag ggctttttca agaga 



<210> 8 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Tyr Gly Val Arg Thr Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
15 10 15 



<210> 9 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 9 

tatggtgtcc gcacatgtga gggctgcaag ggcttcttca agcgc 



<210> 10 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 10 



Tyr Gly Val Arg Thr Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
15 10 15 



<210> 11 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 11 

tatggagcag taacttgtga aggctgcaaa ggatttttta aaaga 45 



<210> 12 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Tyr Gly Ala Val Thr Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
15 10 15 



<210> 13 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 13 

tacggggtta tcacctgtga ggggtgcaag ggcttcttcc gccgg 



45 



<210> 14 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Tyr Gly Val lie Thr Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



<210> 15 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 15 

tacggagtca tcacatgtga aggctgcaag ggattcttta ggagg 



45 



<210> 16 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 16 



Tyr Gly Val lie Thr Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
1 5 10 15 



3 



<210> 


17 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


17 


tatggtgtca 


<210> 


18 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


18 


Tyr Gly Val 


1 




<210> 


19 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


19 


tatggagtgt < 


<210> 


20 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


20 


Tyr Gly Val 


1 




<210> 


21 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


21 


tacggggttt « 


<210> 


22 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


22 



45 



10 15 



45 



10 15 



45 



Tyr Gly Val Tyr Ser Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
1 5 10 15 



4 



<210> 23 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 23 

tacggggtat acagttgtga aggctgcaaa gggttcttca agagg 



45 



<210> 24 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Tyr Gly Val Tyr Ser Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
15 10 15 



<210> 25 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 25 

tacaacgtgc tcagctgcga aggctgcaag ggcttcttcc ggcgc 



45 



<210> 26 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Tyr Asn Val Leu Ser Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



<210> 27 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 27 

tacaatgttc tgagctgcga gggctgcaag ggattcttcc gccgc 



45 



<210> 28 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 28 



Tyr Asn Val Leu Ser Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



5 



<210> 29 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 29 

tatgggatca tctcctgtga gggctgcaaa gggtttttca agcgg 



45 



<210> 30 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Tyr Gly lie lie Ser Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
15 10 15 



<210> 31 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 31 

tatggggtca gctcttgtga aggctgcaag ggcttctttc gccga 



45 



<210> 32 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Tyr Gly Val Ser Ser Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



<210> 33 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 33 

tatggggtca gctcttgtga aggctgcaag ggcttctttc gccga 



45 



<210> 34 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 34 



Tyr Gly Val Ser Ser Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



6 



<210> 35 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 35 

tatggggctg tcagttgtga aggttgcaaa ggtttcttca aaagg 45 



<210> 36 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Tyr Gly Ala Val Ser Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg 
15 10 15 



<210> 37 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 37 

tacggtgtct tcacctgcga gggctgcaag agctttttca agcga 45 



<210> 38 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Tyr Gly Val Phe Thr Cys Glu Gly Cys Lys Ser Phe Phe Lys Arg 
15 10 15 



<210> 39 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 39 

tacggccagt tcacgtgcga gggctgcaag agcttcttca agcgc 45 

<210> 40 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Tyr Gly Gin Phe Thr Cys Glu Gly Cys Lys Ser Phe Phe Lys Arg 
15 10 15 



7 



<210> 41 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 41 

tacggggtct acgcctgcga cggctgctca ggttttttca aacgg 



<210> 42 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Tyr Gly Val Tyr Ala Cys Asp Gly Cys Ser Gly Phe Phe Lys Arg 
15 10 15 



<210> 43 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 43 

tatggcatct atgcctgcaa cggctgcagc ggcttcttca agagg 



<210> 44 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Tyr Gly lie Tyr Ala Cys Asn Gly Cys Ser Gly Phe Phe Lys Arg 
15 10 15 



<210> 45 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 45 

tatggggcat ccacctgtga tgggtgcaag ggtttcttca gacgc 



<210> 46 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Tyr Gly Ala Ser Thr Cys Asp Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



8 



<210> 


47 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


47 


tacggtgcct < 


<210> 


48 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


48 


Tyr Gly Ala 


1 




<210> 


49 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


49 


tatggggtca < 


<210> 


50 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


50 


Tyr Gly Val 


1 




<210> 


51 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


51 


tatggggtca < 


<210> 


52 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


52 



45 



10 15 



45 



10 15 



45 



Tyr Gly Val Ser Ala Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
1 5 10 15 



9 



<210> 
<211> 
<212> 
<213> 


53 
45 
DNA 
Homo 


sapiens 


<400> 53 

tacggtgtgc acgcctgcga gggctgcaag ggctttttcc 


<210> 
<211> 
<212> 
<213> 


54 
15 
PRT 
Homo 


sapiens 


<400> 


54 




Tyr Gly Val 
1 


His Ala Cys Glu Gly Cys Lys Gly 
5 10 


<210> 
<211> 
<212> 
<213> 


55 
45 
DNA 
Homo 


sapiens 


<400> 


55 





15 



tatggagttc atgcttgcga aggctgtaag ggtttctttc ggaga 

<210> 56 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Tyr Gly Val His Ala Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
1 % 5 10 15 



<210> 


57 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


57 


tacggtgttc ; 


<210> 


58 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


58 



Tyr Gly Val His Ala Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
1 5 10 15 



10 



<210> 59 

<211> 45 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 59 

tacggagtcc acgcgtgtga aggctgcaag ggcttctttc ggcga 45 



<210> 60 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Tyr Gly Val His Ala Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



<210> 61 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 61 

tatggagttc atgcttgtga aggatgcaag ggtttcttcc ggaga 45 

<210> 62 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Tyr Gly Val His Ala Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



<210> 63 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 63 

ttcaatgtca tgacatgtga aggatgcaag ggctttttca ggagg 45 



<210> 64 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Phe Asn Val Met Thr Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



11 



<210> 


65 




<211> 


45 




<212> 


DNA 




<213> 


Homo 


saoiens 


<400> 


65 




tttaatgcgc 


tgacttgtga gggctgcaag ggtttcttca 


<210> 


66 




<211> 


15 




<212> 


PRT 




<213> 


Homo 


saniens 


<400> 


66 




Phe Asn Ala 


Leu Thr Cys Glu Gly Cys Lys Gly 


1 




5 10 


<210> 


67 




<211> 


45 




<212> 


DNA 




<213> 


Homo 


sapiens 


<400> 


67 




taccgctgta 


tcacgtgtga aggctgcaag ggtttcttta 


<210> 


68 




<211> 


15 




<212> 


PRT 




<213> 


Homo 


sapiens 


<400> 


68 





45 



15 



45 



Tyr Arg Cys lie Thr Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



<210> 69 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 69 

taccgctgta tcacttgtga gggctgcaag ggcttctttc gccgc 45 

<210> 70 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Tyr Arg Cys lie Thr Cys Glu Gly Cys Lys Gly Phe Phe Arg Arg 
15 10 15 



12 



<210> 


71 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


71 


tacggactgc 


<210> 


72 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


72 


Tyr Gly Leu 


1 




<210> 


73 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


73 


tatgggctcc 


<210> 


74 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


74 


Tyr Gly Leu 


1 




<210> 


75 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


75 


tatggggtag i 


<210> 


76 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


76 



45 



10 15 



45 



10 15 



45 



Tyr Gly Val Val Thr Cys Gly Ser Cys Lys Val Phe Phe Lys Arg 
15 10 15 



13 



<210> 


77 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


77 


tatggagctc 


<210> 


78 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


78 


Tyr Gly Ala 


1 




<210> 


79 


<211> 


45 


<212> 


DNA 


<213> 


Homo 


<400> 


79 


tatggtgtcc 


<210> 


80 


<211> 


15 


<212> 


PRT 


<213> 


Homo 


<400> 


80 



10 15 



Tyr Gly Val Leu Thr Cys Gly Ser Cys Lys Val Phe Phe Lys Arg 
15 10 15 



<210> 81 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 81 

tatggagtct taacttgtgg aagctgtaaa gttttcttca aaaga 



<210> 82 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 82 

Tyr Gly Val Leu Thr Cys Gly Ser Cys Lys Val Phe Phe Lys Arg 
15 10 15 



14 



<210> 83 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 83 

tacggcgtgg cctcctgcga ggcttgcaag gccttcttca agagg 45 



<210> 84 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 84 

Tyr Gly Val Ala Ser Cys Glu Ala Cys Lys Ala Phe Phe Lys Arg 
15 10 15 



<210> 85 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 85 

tatggtgtgg catcctgtga ggcctgcaaa gccttcttca agagg 45 



<210> 86 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 86 

Tyr Gly Val Ala Ser Cys Glu Ala Cys Lys Ala Phe Phe Lys Arg 
15 10 15 



<210> 87 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 87 

tatggagtct ggtcctgtga gggctgcaag gccttcttca agaga 45 



<210> 88 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 88 

Tyr Gly Val Trp Ser Cys Glu Gly Cys Lys Ala Phe Phe Lys Arg 
15 10 15 



15 



<210> 89 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 89 

tatggagtct ggtcgtgtga aggatgtaag gcctttttta aaaga 



<210> 90 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Tyr Gly Val Trp Ser Cys Glu Gly Cys Lys Ala Phe Phe Lys Arg 
15 10 15 



<210> 91 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 91 

gttcccatca tccaccgcga ccttaagtcc agcaacatat tgatcctc 



<210> 92 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Val Pro lie lie His Arg Asp Leu Lys Ser Ser Asn lie Leu lie Leu 
1 5 10 15 



<210> 93 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 93 

gtgcccatcc tgcaccggga cctcaagtcc agcaacattt tgctactt 



<210> 94 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 94 



Val Pro lie Leu His Arg Asp Leu Lys Ser Ser Asn lie Leu Leu Leu 
1 5 10 15 



16 



Val Pro lie Leu His Arg Asp Leu Lys Ser Ser Asn lie Leu Leu Leu 
5 10 15 



<210> 


95 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


95 


gtgcccatcc 


<210> 


96 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


96 


Val Pro He 


1 




<210> 


97 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


97 


catggtatgg 


<210> 


98 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


98 


His Gly Met 


1 




<210> 


99 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


99 


aagaattgca 


<210> 


100 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


100 



His Gly Met Val His Arg Asn Leu Ala Ala Arg Asn Val Leu Leu Lys 
5 10 15 



Lys Asn Cys He His Arg Asp Val Ala Ala Arg Asn Val Leu Leu Thr 
15 10 15 



17 



<210> 


101 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


101 


atcaactgcg 


<210> 


102 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


102 


lie Asn Cys 


1 




<210> 


103 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


103 


atgaactacg 


<210> 


104 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


104 


Met Asn Tyr 


1 




<210> 


105 


<211> 


48 


-<212> 


DNA 


<213> 


Homo 


<400> 


105 


atgaactata 


<210> 


106 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


106 



48 



10 15 



48 



Met Asn Tyr Val His Arg Asp Leu Arg Ala Ala Asn lie Leu Val Gly 
5 10 15 



48 



Met Asn Tyr lie His Arg Asp Leu Arg Ala Ala Asn lie Leu Val Gly 
15 10 15 



18 



<210> 107 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 107 

atgaattata tccatagaga tctgcgatca gcaaacattc tagtgggg 48 



<210> 108 

<211> 16 

<212> PRT 

<213> Homo sapiens 



<400> 108 

Met Asn Tyr lie His Arg Asp Leu Arg Ser Ala Asn lie Leu Val Gly 
15 10 15 



<210> 109 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 109 

atgaactaca ttcaccgcga cctgagggca gccaacatcc tggttggg 4 8 



<210> 110 

<211> 16 

<212> PRT 

<213> Homo sapiens 



<400> 110 

Met Asn Tyr lie His Arg Asp Leu Arg Ala Ala Asn lie Leu Val Gly 
1 5 10 15 



<210> 111 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 111 

aagaattcca tccaccgcga cctgcgggcg gccaacatcc tggtgtct 48 



<210> 112 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 112 

Met Asn Ser lie His Arg Asp Leu Arg Ala Ala Asn lie Leu Val Ser 
15 10 15 



19 



<210> 113 

<211> 47 

<212> DNA 

<213 > Homo sapiens 

<400> 113 

aggaactaca tccaccgaga cctccgagct gccaacatct tggtctt 47 

<210> 114 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 114 

Arg Asn Tyr lie His Arg Asp Leu Arg Ala Ala Asn lie Leu Val Ser 
15 10 15 



<210> 115 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 115 

aagaactaca ttcaccggga cctgcgagca gctaatgttc tggtctcc 48 

<210> 116 

<211> 16 

<212> PRT 

< 2 1 3 > Homo s ap i ens 

<400> 116 

Lys Asn Tyr lie His Arg Asp Leu Arg Ala Ala Asn Val Leu Val Ser 
15 10 15 



<210> 117 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 117 

cggaattata ttcatcgtga ccttcgggct gccaacattc tggtgtct 48 

<210> 118 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 118 

Arg Asn Tyr lie His Arg Asp Leu Arg Ala Ala Asn lie Leu Val Ser 
15 10 15 



20 



<210> 119 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 119 

ctgcattttg tgcaccggga cctggccaca cgcaactgtc tagtggg 47 



<210> 120 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 120 

Leu His Phe Val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly 
15 10 15 



<210> 121 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 121 

ctcaactttg tacatcggga cctggccacg cggaactgcc tagttggg 4 8 

<210> 122 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 122 

Leu Asn Phe Val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly 
15 10 15 



<210> 123 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 123 

cttaattttg ttcaccgaga tctggccaca cgaaactgtt tagtgggt 4 8 

<210> 124 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 124 

Leu Asn Phe Val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly 
1 5 10 15 



21 



<210> 


125 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


125 


cgcgggctgg 


<210> 


126 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


126 


Arg Gly Leu 


1 




<210> 


127 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


127 


aaaaggtata i 


<210> 


128 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


128 


Lys Arg Tyr 


1 




<210> 


129 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


129 


cagcactttg i 


<210> 


130 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


130 



48 



10 15 



48 



10 15 



48 



Gin His Phe Val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly 
15 10 15 



22 



<210> 131 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 131 

cagcacttcg tgcaccgcga tttggccacc aggaactgcc tggtcggg 48 



<210> 132 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 132 

Gin His Phe Val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly 
15 10 15 



<210> 133 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 133 

caccacgtgg ttcacaagga cctggccacc cgcaatgtgc tagtgtac 4 8 

<210> 134 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 134 

His His Val Val His Lys Asp Leu Ala Thr Arg Asn Val Leu Val Tyr 
15 10 15 



<210> 135 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 135 

cgtaagtttg ttcaccgaga tttagccacc aggaactgcc tggtgggc 4 8 



<210> 136 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 136 

Arg Lys Phe Val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly 
15 10 15 



23 



Lys Lys Leu Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Ser 
5 10 15 



<210> 


137 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


137 


aagaagcttg 


<210> 


138 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


138 


Lys Lys Leu 


1 




<210> 


139 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


139 


aagaagcttg 


<210> 


140 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


140 


Lys Lys Leu 


1 




<210> 


141 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


141 


aacaatttcg 


<210> 


142 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


142 



48 



48 



Lys Lys Leu Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Ser 
5 10 15 



48 



Asn Asn Phe Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Ser 
15 10 15 



24 



<210> 


143 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


143 


cacgactaca i 


<210> 


144 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


144 


His Asp Tyr 


1 




<210> 


145 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


145 


cggcaatacg i 


<210> 


146 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


146 


Arg Gin Tyr 


1 




<210> 


147 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


147 


cgtcgcttgg 


<210> 


148 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


148 



48 



10 15 



48 



Arg Gin Tyr Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Glu 
5 10 15 



48 



Arg Arg Leu Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Lys 
1^5 10 15 



25 



<210> 149 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 149 

cggaacttca tccaccgaga cctggctgct cggaattgca tgctggca 



<210> 150 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 150 

Arg Asn Phe lie His Arg Asp Leu Ala Ala Arg Asn Cys Met Leu Ala 
1 5 10 15 



<210> 151 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 151 

aagaagtgca tacaccgaga cctggcagcc aggaatgtcc tggtgaca 



<210> 152 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 152 

Lys Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
15 10 15 



<210> 153 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 153 

caaaaatgta ttcatcgaga tttagcagcc agaaatgttt tggtaaca 



<210> 154 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 154 



Gin Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
15 10 15 



<210> 155 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 155 

cagaagtgca tccacaggga cctggctgcc cgcaatgtgc tggtgacc 



<210> 156 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 156 

Gin Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
15 10 15 



<210> 157 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 157 

cagaagtgta ttcacagaga cttggctgcc agaaacgtcc tggtgacc 



<210> 158 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 158 

Gin Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
15 10 15 



<210> 159 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 159 

cggaagtgta tccaccggga cctggctgcc cgcaatgtgc tggtgact 



<210> 160 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 160 



Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
1 5 10 15 



<210> 161 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 161 

atgaagctcg ttcatcggga cttggcagcc agaaacatcc tggtagct 4 8 



<210> 162 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 162 

Met Lys Leu Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Ala 
15 10 15 



<210> 163 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 163 

agaaagtgca ttcatcggga cctggcagcg agaaacattc ttttatct 48 



<210> 164 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 164 

Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn He Leu Leu Ser 
15 10 15 



<210> 165 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 165 

cgaaagtgca tccacagaga cctggctgct cggaacattc tgctgtcg 4 8 

<210> 166 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 166 

Arg Lys Cys He His Arg Asp Leu Ala Ala Arg Asn He Leu Leu Ser 
15 10 15 



28 



<210> 


167 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


167 


cgaaagtgta 


<210> 


168 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


168 


Arg Lys Cys 


1 




<210> 


169 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


169 


aagaactgcg 


<210> 


170 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


170 


Lys Asn Cys 


1 




<210> 


171 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


171 


aaaaattgtg 


<210> 


172 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


172 



48 



10 



15 



48 



10 



15 



48 



Lys Asn Cys Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Leu Ala 
15 10 15 



29 



Lys Asn Cys lie His Arg Asp Leu Ala Ala Arg Asn lie Leu Leu Thr 
5 10 15 



<210> 


173 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


173 


aagaattgta 


<210> 


174 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


174 


Lys Asn Cys 


1 




<210> 


175 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


175 


aagtcgtgtg 1 


<210> 


176 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


176 


Lys Ser Cys 


1 




<210> 


177 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


177 


aaacagttta 1 


<210> 


178 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


178 



48 



48 



Lys Ser Cys Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
5 10 15 



48 



Lys Gin Phe lie His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Gly 
1 5 10 15 



30 



<210> 179 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 179 

aagcagttca tccacaggga cctggctgcc cggaatgtgc tggtcgga 



48 



<210> 180 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 180 

Lys Gin Phe lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Gly 
15 10 15 



<210> 
<211> 
<212> 



181 

48 

DNA 



<213> Homo sapiens 



<400> 181 

aagcagttca tccacaggga cctggctgcc cggaatgtgc tggtcgga 



48 



<210> 182 

<211> 16 

<212> PRT 

<213> Homo sapiens 



<400> 182 



Lys Gin Phe lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Gly 
15 10 15 



<210> 183 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 183 

atgaactatg tgcaccgtga cctggctgcc cgcaacatcc tcgtcaac 



48 



<210> 184 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 184 



Met Asn Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Asn 
15 10 15 



31 



<210> 


185 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


185 


atgcatttca 


<210> 


186 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


186 


Met His Phe 


1 




<210> 


187 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


187 


aacaagtttg 1 


<210> 


188 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


188 


Asn Lys Phe 


1 




<210> 


189 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


189 


aataagttcg i 


<210> 


190 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


190 



48 



10 



15 



48 



Asn Lys Phe Val His Arg Asp Leu Ala Ala Arg Asn Cys Met Val Ser 
5 10 15 



48 



Asn Lys Phe Val His Arg Asp Leu Ala Ala Arg Asn Cys Met Val Ala 
15 10 15 



32 



Lys Lys Phe Val His Arg Asp Leu Ala Ala Arg Asn Cys Met Val Ala 
5 10 15 



<210> 


191 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


191 


aagaagtttg i 


<210> 


192 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


192 


Lys Lys Phe 


1 




<210> 


193 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


193 


aagagattca i 


<210> 


194 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


194 


Lys Arg Phe 


1 




<210> 


195 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


195 


atgaactatg 


<210> 


196 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


196 



48 



48 



10 15 



48 



Met Asn Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Asn 
15 10 15 



33 



<210> 197 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 197 

atgaactatg tgcaccgcga cctggctgct cgcaacatcc ttgtcaac 48 



<210> 198 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 198 

Met Asn Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Asn 
1 5 10 15 



<210> 199 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 199 

atgaattatg tgcatcggga cctggctgct aggaacattc tggtcaac 48 

<210> 200 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 200 

Met Asn Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Asn 
15 10 15 



<210> 201 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 201 

atgggctatg tgcatagaga tcttgctgcc agaaacatct taatcaac 4 8 



<210> 202 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 202 

Met Gly Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu lie Asn 
15 10 15 



34 



<210> 203 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 203 

cagaagtttg tgcacaggga cctggctgcg cggaactgca tgctggac 4 8 



<210> 204 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 204 

Gin Lys Phe Val His Arg Asp Leu Ala Ala Arg Asn Cys Met Leu Asp 
15 10 15 



<210> 205 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 205 

aaaaagtttg tccacagaga cttggctgca agaaactgta tgctggat 48 



<210> 206 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 206 

Lys Lys Phe Val His Arg Asp Leu Ala Ala Arg Asn Cys Met Leu Asp 
15 10 15 



<210> 


207 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


207 



sapiens 



atgggctatg ttcaccgaga cctcgctgct cggaacatct tgatcaac 48 



<210> 208 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 208 

Met Gly Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu lie Asn 
1 5 10 15 



35 



<210> 209 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 209 

aggaattttc ttcatcgaga tttagctgct cgaaactgca tgttgcga 48 



<210> 210 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 210 

Arg Asn Phe Leu His Arg Asp Leu Ala Ala Arg Asn Cys Met Leu Arg 
15 10 15 



<210> 211 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 211 

aaaaactgta tacacaggga ccttgctgca agaaactgcc tggtaggt 48 

<210> 212 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 212 

Lys Asn Cys lie His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Gly 
15 10 15 



<210> 213 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 213 

aagtgctgca tccaccggga cctggctgct cggaactgcc tggtgaca 4 8 



<210> 214 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 214 

Lys Cys Cys lie His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Thr 
1 5 10 15 



36 



<210> 215 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 215 

atgagctatg tgcatcgtga tctggccgca cggaacatcc tggtgaac 48 

<210> 216 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 216 

Met Ser Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Asn 
15 10 15 



<210> 217 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 217 

atgagctacg tccaccgaga cctggctgct cgcaacatcc tagtcaac 48 

<210> 218 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 218 

Met Ser Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Asn 
15 10 15 



<210> 219 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 219 

atgggctatg ttcaccgaga cctcgctgct cggaacatct tgatcaac 4 8 

<210> 220 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 220 

Met Gly Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu lie Asn 
15 10 15 



37 



<210> 221 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 221 

atgggatatg ttcacaggga ccttgcagct cgcaatattc ttgtcaac 48 



<210> 222 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 222 

Met Gly Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Asn 
1 5 10 15 



<210> 223 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 223 

cgtcgcttgg tgcaccgcga cctggcagcc aggaacgtac tggtgaaa 4 8 



<210> 224 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 224 

Arg Arg Leu Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Lys 
15 10 15 



<210> 225 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 225 

gtgcggctcg tacacaggga cttggccgct cggaacgtgc tggtcaag 4 8 



<210> 226 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 226 



Val Arg Leu Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Lys 
15 10 15 



38 



<210> 227 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 227 

agacgactcg ttcatcggga tttggcagcc cgtaatgtct tagtgaaa 48 



<210> 228 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 228 

Arg Arg Leu Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Lys 
15 10 15 



<210> 229 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 229 

aaaaacttca tccacagaga tcttgctgcc cgaaactgcc tggtaggg 48 



<210> 230 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 230 

Lys Asn Phe lie His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Gly 
1 5 10 15 



<210> 231 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 231 

aagcgcttta ttcaccgtga cctggctgcc cgcaatctgc tgttggct 48 



<210> 232 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 232 

Lys Arg Phe lie His Arg Asp Leu Ala Ala Arg Asn Leu Leu Leu Ala 
1 5 10 15 



39 



Lys Asn Phe Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Leu Val 
5 10 15 



<210> 


233 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


233 


aagaactttg 


<210> 


234 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


234 


Lys Asn Phe 


1 




<210> 


235 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


235 


aagaactttg 


<210> 


236 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


236 


Lys Asn Phe 


1 




<210> 


237 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


237 


agcaattttg 


<210> 


238 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


238 



48 



48 



Lys Asn Phe Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Leu Val 
5 10 15 



48 



Ser Asn Phe Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Leu Val 
15 10 15 



40 



<210> 239 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 239 

cagaattaca tccaccggga cc tggccgcc aggaacatcc tcgtcggg 4 8 

<210> 240 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 240 

Gin Asn Tyr lie His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Gly 
15 10 15 



<210> 241 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 241 

cagcgcgttg tgcaccggga cttggccgcc cggaacgtgc tcgtggac 4 8 

<210> 242 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 242 

Gin Arg Val Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Asp 
15 10 15 



<210> 243 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 243 

cggaactaca ttcacagaga tctggctgcc agaaatgtcc tcgttggt 4 8 

<210> 244 

<211> 16 

<212> PRT 

< 2 1 3 > Homo s ap iens 

<400> 244 

Arg Asn Tyr lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Gly 
15 10 15 



41 



<210> 245 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 245 

aagaatttca tccatagaga tcttgcagct cgtaactgcc tagtggga 48 



<210> 246 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 246 

Lys Asn Phe lie His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Gly 
15 10 15 



<210> 247 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 247 

aacagcttca tccacagaga tctggctgcc agaaattgtc tagtaagt 48 

<210> 248 

<211> 16 

<212> PRT 

<213 > Homo sapiens 

<400> 248 

Asn Ser Phe lie His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Ser 
15 10 15 



<210> 249 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 249 

aatggctata ttcataggga tttggcggca aggaattgtt tggtcagt 4 8 

<210> 250 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 250 

Asn Gly Tyr lie His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Ser 
15 10 15 
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<210> 251 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 251 

gcatgtgtca tccacagaga cttggctgcc agaaattgtt tggtggga 



48 



<210> 252 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 252 



Ala Cys Val lie His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Gly 



10 



15 



<210> 253 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 253 

caccaattca tacaccggga cttggctgct cgtaactgct tggtggac 



48 



<210> 254 

<211> 16 

<212> PRT 

<2 13 > Homo sapiens 

<400> 254 



His Gin Phe lie His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Asp 



10 



15 



<210> 
<211> 
<212> 



255 

48 

DNA 



<213> Homo sapiens 



<400> 255 

aagcagttcc ttcaccgaga cctggcagct cgaaactgtt tggtaaac 



48 



<210> 256 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 256 



Lys Gin Phe Leu His Arg Asp Leu Ala Ala Arg Asn Cys Leu Val Asn 
15 10 15 
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His Asn Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Asn 
5 10 15 



<210> 


257 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


257 


cacaattatg 


<210> 


258 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


258 


His Asn Tyr 


1 




<210> 


259 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


259 


agggaagtca 


<210> 


260 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


260 


Arg Glu Val 


1 




<210> 


261 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


261 


aaccgctttg 


<210> 


262 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


262 



48 



48 



Arg Glu Val lie His Lys Asp Leu Ala Ala Arg Asn Cys Val lie Asp 
5 10 15 



48 



Asn Arg Phe Val His Lys Asp Leu Ala Ala Arg Asn Cys Leu Val Ser 
15 10 15 
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<210> 263 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 263 

cacttctttg tccacaagga ccttgcagct cgcaatattt taatcgga 48 

<210> 264 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 264 

His Phe Phe Val His Lys Asp Leu Ala Ala Arg Asn lie Leu lie Gly 
15 10 15 



<210> 265 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 265 

aatcacttca tccacaggga tattgccgcc cggaactgcc tgctgagc 4 8 



<210> 


266 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


266 


Asn His Phe 


1 




<210> 


267 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


267 


aaccacttca 


<210> 


268 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


268 



10 15 



48 



Asn His Phe lie His Arg Asp lie Ala Ala Arg Asn Cys Leu Leu Thr 
1 5 10 15 
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<210> 269 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> variant 1 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> n = c modified by 5" phosphate 

<400> 269 

ncaggacgac aaaaagacht gygarggstg yaargghctt tttaggcttt tcgg 54 



<210> 270 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> variant 2 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> n = c modified by 5' phosphate 
<220> 

<2 21> modif ied_base 

<222> (37) . . (37) 

<223> n = g, a, c, or t 

<400> 270 

ncaggacgac aaaaagwsyt gygarggbtg caarggnctt tttaggcttt tcgg 54 



<210> 271 

<211> 54 - 

<212> DNA 

<213> Artificial 

<220> 

<223> variant 3 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> n = c modified by 5' phosphate 

<400> 271 

ncaggacgac aaaaagacst gcgagggctg caaragyctt tttaggcttt tcgg 54 
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<210> 272 

<211> 53 

<212> DNA 

<213> Artificial 



<220> 

<223> variant 4 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<221> modif ied_base 
<222> (1) . . (1) 

<223> n = c modified by 5* phosphate 
<400> 272 

ncaggacgac aaaaagcctg cracggctgc wsmggycttt ttaggctttt egg 53 



<210> 273 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> variant 5 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> n = c modified by 5' phosphate 

<400> 273 

ncaggacgac aaaaagasct gtgayggstg caagggyctt tttaggcttt tegg 54 



<210> 274 

<211> 53 

<212> DNA 

<213> Artificial 

<220> 

<223> variant 6 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<2 21> modif ied_base 

<222> (1) . . (1) 

<223> n = c modified by 5' phosphate 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> n = g, a, c, ort 

<400> 274 

ncaggacgac aaaaagcntg ygarggvtgy aagggycttt ttaggctttt egg 53 
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* 



<210> 275 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> variant 7 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<2 21> modif ied_base 

<222> (1) . . (1) 

<223> n = c modified by 5' phosphate 
<220> 

<221> modif ied_base 

<222> (19) . . (19) 

<223> n = g, a, c, or t 

<400> 275 

ncaggacgac aaaaagacnt gtgarrgmtg caaggghctt tttaggcttt tcgg 54 



<210> 276 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> variant 8 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> n = c modified by 5' phosphate 

<400> 276 

ncaggacgac aaaaagacht gtggvagctg yaargtyctt tttaggcttt tcgg 54 



<210> 277 

<211> 53 

<212> DNA 

<213> Artificial 



<220> 

<223> variant 7 semi -randomized oligonucleotide for tyrosine 
kinase family portion of catalytic domain 

<220> 

<2 21> modif ied_base 
<222> (1) . . (1) 

<223> n = c modified by 5' phosphate 
<400> 277 

ncaggacgac aaaaagtcst gygargshtg yaargccttt ttaggctttt egg 53 
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<210> 278 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> adapter oligonucleotide Univ-l(Fsel) 
<400> 278 

ctttttgtcg tcctggccgg 20 

<210> 279 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> adapter oligonucleotide Univ-2 (AscI) 
<220> 

<221> modif ied_base 

<222> (1) . . (1) 

<223> n = c modified by 5' phosphate 

<400> 279 

ngcgccgaaa agcctaaaaa g 21 

<210> 280 

<211> 569 

<212> DNA 

<213> Artificial 

<220> 

<223> human U6/murine U6 opposing promoter cassette 

60 
120 
180 
240 
300 
360 
420 
480 
540 
569 



<400> 280 
ggatccaagc 


ttaaggtcgg 


gcaggaagag 


ggcctatttc 


ccatgattcc 


ttcatatttg 


catatacgat 


acaaggctgt 


tagagagata 


attagaatta 


atttgactgt 


aaacacaaag 


atattagtac 


aaaatacgtg 


acgtagaaag 


taataatttc 


ttgggtagtt 


tgcagtttta 


aaattatgtt 


ttaaaatgga 


ctatcatatg 


cttaccgtaa 


cttgaaagta 


tttcgatttc 


ttggctttat 


atatcggccg 


gcctcgaggc 


gcgccatatt 


tatagtctca 


aaacacacaa 


ttactttaca 


gttagggtga 


gtttcctttt 


gtgctgtttt 


ttaaaataat 


aatttagtat 


ttgtatctct 


tatagaaatc 


caagcctatc 


atgtaaaatg 


tagctagtat 


taaaaagaac 


agattatctg 


tcttttatcg 


cacattaagc 


ctctatagtt 


actaggaaat 


attatatgca 


aattaaccgg 


ggcaggggag 


tagccgagct 


tctcccacaa 


gtctgtgcga 


gggggccggc 


gcgggcctag 


agatggcggc 


gtcggatcc 









49 



<210> 281 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(2nF_C4 domain) consensus sequence (21 nt) 

<220> 

<221> modif ied_base 

<222> (1) . . (21) 

<223> n = g, a, c or t 

<400> 281 

dyntgyrrnr sntgywwrb n 



<210> 282 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 1 signature motif 

<400> 282 

His Arg Asp Leu Lys Ser Ser 
1 5 



<210> 283 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 2 signature motif 

<220> 

<221> MOD_RES 
<222> (4) 

<223> Xaa = Leu, Val or lie 
<220> 

<221> MOD_RES 
<222> (6) 

<223> Xaa = Ala or Val 
<400> 283 

His Arg Asx Xaa Ala Xaa Arg 
1 5 



<210> 284 

<211> 7 

<212> PRT 

<213> Artificial 



<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 3 signature motif 

<220> 

<221> MOD_RES 
<222> (6) 

<223> Xaa = Ala or Ser 
<400> 284 

His Arg Asp Leu Arg Xaa Ala 
1 5 



<210> 285 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 4 signature motif 

<220> 

<221> MOD_RES 

<222> (2) 

<22 3> Xaa = Arg or Lys 

<400> 285 

His Xaa Asp Leu Ala Thr Arg 
1 5 



<210> 286 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 5 signature motif 

<400> 286 

His Arg Asp Leu Ala Ala Arg 
1 5 



<210> 287 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 6 signature motif 



<400> 287 

His Lys Asp Leu Ala Ala Arg 
1 5 



<210> 288 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 7 signature motif 

<400> 288 

His Arg Asp lie Ala Ala Arg 
1 5 



<210> 289 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<22 3> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) consensus sequence (19 nt) 

<220> 

<221> modif ied_base 

<222> (1) . . (19) 

<223> n = g, a, c or t 

<400> 289 

dyntgyrrnr sntgywwr 19 



<210> 290 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 1 consensus sequence 

<400> 290 

caccgsgacc tyaagtccag c 21 



<210> 291 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 2 consensus sequence 
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<400> 291 

caymgrracv tkgcwgyscg d 21 



<210> 292 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 3 consensus sequence 

<220> 

<221> modif ied_base 

<222> (9) 

<223> n = g, a, c or t 

<400> 292 

caymgngayc tbmgdkcdgc h 21 



<210> 293 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 4 consensus sequence 

<400> 293 

cacmrvgayy tvgchacvmg v 21 



<210> 294 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 5 consensus sequence 

<220> 

<2 21> modif ied_base 

<222> (1) . . (21) 

<223> n = g, a, c or t 

<400> 294 

caymgngayy tngcngcnmg n 21 



<210> 


295 


<211> 


21 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


tyrosine kinase 



variant 6 consensus sequence 
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<400> 295 

cayaargacy tkgcwgcbmg b 



21 



<210> 296 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> tyrosine kinase family portion of catalytic domain 
variant 7 consensus sequence 

<400> 296 

cacmgrgaya ttgcygccmg r 21 



<210> 297 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 1 signature motif 

<400> 297 

Thr Cys Glu Gly Cys Lys Gly 
1 5 



<210> 298 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 1 consensus sequence 

<400> 298 

achtgygarg gstgyaargg h 21 



<210> 299 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 2 signature motif 

<400> 299 

Ser Cys Glu Gly Cys Lys Gly 
1 5 
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<210> 300 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 2 consensus sequence 

<220> 

<221> modif ied_base 

<222> (21) 

<223> n = g, a, c or t 

<400> 300 

wsytgygarg gbtgcaargg n 



<210> 301 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 3 signature motif 

<400> 301 

Thr Cys Glu Gly Cys Lys Ser 
1 5 



<210> 


302 


<211> 


21 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


nuclear hormone 




(ZnF_C4 domain) 


<400> 


302 



acstgcgagg gctgcaarag y 



<210> 303 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 4 signature motif 

<400> 303 

Ala Cys Asx Gly Cys Ser Gly 
1 5 
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<210> 304 

<211> 21 

<212> DNA ( v 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 4 consensus sequence 

<400> 304 

gcctgcracg gctgcwsmgg y 21 



<210> 305 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<22 3> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 5 signature motif 

<220> 

<221> MOD_RES 

<222> (1) 

<22 3> Xaa = Thr or Ser 

<400> 305 

Xaa Cys Asp Gly Cys Lys Gly 



<210> 306 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 5 consensus sequence 

<400> 26 

asctgtgayg gstgcaaggg y 21 



<210> 307 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 6 signature motif 

<400> 27 

Ala Cys Glu Gly Cys Lys Gly 
1 5 
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<210> 308 

<211> 21 

<212> DNA |% 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 6 consensus sequence 

<220> 

<221> modif ied_base 

<222> (3) 

<223> n = g, a, c or t 

<400> 308 

gcntgygarg gvtgyaaggg y 



<210> 309 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 7 signature motif 

<220> 

<221> MOD_RES 
<222> (4) 

<223> Xaa = Gly or Ser 
<400> 309 

Thr Cys Glu Xaa Cys Lys Gly 
1 5 



<210> 310 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF__C4 domain) variant 7 consensus sequence 

<220> 

<221> modif ied_base 

<222> (3) 

<223> n = g, a, c or t 

<400> 310 

acntgtgarr gmtgcaaggg h 



<210> 311 

<211> 7 

<212> PRT 

<213> Artificial 
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<220> 

<223> nuclear hormone receptor family zinc finger domain 
(Zn|j_,C4 domain) variant 8 signature motif 

<400> 311 

Thr Cys Gly Ser Cys Lys Val 
1 5 



<210> 312 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 8 consensus sequence 

<400> 312 

achtgtggva gctgyaargt h 



<210> 313 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 9 signature motif 

<220> 

<221> MOD_RES 

<222> (4) 

<223> Xaa = Ala or Gly 

<400> 313 

Ser Cys Glu Xaa Cys Lys Ala 
1 5 



<210> 314 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> nuclear hormone receptor family zinc finger domain 
(ZnF_C4 domain) variant 9 consensus sequence 

<400> 314 

tcstgygarg shtgyaargc c 
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